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A IRIS and partners involved in research projects
financed by RCN with the goal to i=leNAand
adapt togenosensinglatforms for marine
monitoring
V Targetedspeciesspecificmonitoringrelatedto

A Petroleum

A Aquaculture
A Baseline

V Whatspeciesare present?

V How dothey respondto alterationsin their chemical
andphysicalenvironment?

V Arethere specieandicatorsof thesechanges?




SamplingeDNAfrom microbes to ~ WIRIS
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ESP 2G and MBARI team at IRIS
during mesocosm test in RCN
MOAB project
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eukaryotes using robotized platforl\,,;/

UseeDNAfrom microbeso
marinemammalsusinga
single water sample

Usethe Environmental
SampleProcessofESP) for
eDNAsampleanalysis



Example of application i IRIS
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What microbial assemblage is there ?

|dentification and quantification of specific microbial assemblages
Can microbial diversity change tell us about the presence of
oll in seawater and ESP detect key early changes in situ ?


http://forskningsradet.no/no/Forsiden/1173185591033

Work flow used for oirelated i IRIS
microbial gene detectiowith ESP
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Surfaceplasmonresonancg SPRpasedgenosensin@f microbial speciesf interest,
e.g.,hydrocarbondegradingobacteriag basedon nucleicacid (DNA or RNA)gnatures
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Flow cell

Highlights

A Labelfree & hybridizationbaseddirect detectionof nucleicacids

A Minimal samplepreparationrequired

A Realtime dataacquisitionin the form of bindingcurves

A Highspecificityof bindingbetweenimmobilizedprobe and
analyte

A Assaytime within minutes

Portable SPR instrument

1 https://www.researchgate.net/publication/258335113 Immunoassays and_Biosensors_for_the_Detection_of Cyanobacterial_Tewtsr in_
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cold-adaptedobligatealkanedegradingbacterium Oleispira
antarcticac usinga portablesurfaceplasmonresonancanstrument
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. L. . WIRIS
Potentialapplicationwith FerryBox

A Adaptive sampling
A Archiving

A Nearreal timeanalyis
of gene targets from
microbesto small
plankton



